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ABSTRACT 

The depletion of fossil fuel resources, in addition to the growing demand for energy, has 

prompted the development of renewable energies, including bioethanol from lignocellulosic 

biomass. The acid pretreatment of hemicellulose releases inhibiting compounds in addition 

to xylose. With the possibility of exploitation of lignocellulose as a fermentation substrate, 

we isolated an Enterobacter characterized by its ability to ferment xylose and tolerate high 

concentrations of inhibitors. The selection was performed in media containing different 

carbon and energy sources; glucose, cellobiose, CMC, furfural and 5-HMF. Characterization 

strategies of the selected strain such as, xylose concentration (from 25 g liter-1 to 100 g liter-

1), furfural (0 mM to 25 mM), cell immobilization, were used to quantify the maximum yield 

of ethanol produced. The results obtained show that our strain can ferment up to 100 g liter-

1 of xylose in the presence of 20 mM furfural at 37°C to produce ethanol with a maximum 

yield of 2.22 g liter- 1 for 24 h under 160 rpm magnetic stirring. The results obtained in this 

study suggest that the isolated Enterobacter sp. is a promising strain for the bioconversion of 

lignocellulosic biomass pretreatment hydrolysate into bioethanol. 

Keywords: Enterobacter cloacae, ethanol, furfural, lignocellulose, xylose. 

 

INTRODUCTION 

The use of fossil fuels as the main source of energy for most countries has had a 

negative impact on the environment, namely global warming and air pollution (Martins et 

al., 2019). To address environmental problems and the progressive shortage of combustible 

feedstocks, great efforts are being made to develop economically viable biotechnology 

techniques (Modi, Joshi, et Patel, 2018) that would allow the use of fossil fuels to be replaced 

by the wider use of biomass and renewable sources as a whole, i.e. without limitation of 

feedstock composition and sources. 

From this perspective, it is clear that the biological fermentation of biomass is of great 

interest as it allows the production of different types of biofuels, such as hydrogen, 

biomethane, bioethanol, etc. (Mansouri, Rihani, et Bentahar, 2019). There are three types of 

biofuels. The first types of biofuels are called 1st generation. These are those derived from 

edible biomass, including crops such as maize and sugar cane (Correa et al., 2017). The latter 

are called 2nd generation. They use the whole plant and convert renewable compounds from 

lignocellulosic biomass into fuel (Didderen, Destain, et Thonart, 2010). The third are called 

3rd generation. They are derived from microalgae biomass (Chowdhury et al., 2019). 
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The use of sugar or starch feedstocks for bioethanol production is hampered by the 

availability of resources and agricultural land. Moreover, their use for biofuel production 

competes with their use in the food sector. The use of lignocellulosic biomass for bioethanol 

production is an alternative. However, it must be integrated into a concept of total 

valorization of the plant, of biorefinery by exploiting co-products (e.g. lignin) and by-

products (e.g. effluents) (Didderen et al., 2010). 

Lignocellulosic biomass is one of the world's most abundant renewable resources 

(Lorenci Woiciechowski et al., 2020). However, the yield of ethanol production does not yet 

reach the expected results. On the one hand, the microorganisms used in alcoholic 

fermentation are unable to produce xylose isomerase (Ogier et al. 1999), namely 

Saccharomyces cerevisiae (Talebnia et Taherzadeh, 2006), which limits xylose fermentation 

(Camargo Guarnizo et al., 2021). On the other hand, lignocellulose pretreatment releases 

inhibitory products for fermentation, such as HMF and furfural (Kumari et Singh, 2018; 

Soares et al., 2020). While improving fermentation efficiency should develop pre-treatment 

processes (Kumari et Singh, 2018) or look for microorganisms characterized by their 

tolerance to high xylose concentrations. 

Previous research has identified some xylose-fermenting bacteria and yeasts, the best 

known of which are: S. passalidarum (Selim et al., 2021), P. stipites (Lee et al., 1986), P. 

tannophilus and C. shehatae (Hinman et al., 1989; Kastner, Jones, et Roberts, 1998), 

Neurospora crassa (Dogaris, Mamma, et Kekos, 2013) etc. The major obstacle that limits 

the use of most of these micro-organisms in industrial processes for the valorization of 

biomass into bioethanol is their sensitivities to chemical inhibitors (Cadete et Rosa, 2018).  

In light of the persistent problems with the fermentation of non-detoxified 

lignocellulosic biomass, the present study is part of the effort to find new bacteria capable of 

fermenting xylose, the second most abundant lignocellulose sugar after glucose (Vasylyshyn 

et al., 2020) and tolerating high furfural concentrations. 

 

METHODS 

Bacterial strains, media, and cultivation conditions 

Isolated strains from different ecological niches were tested for their ability to utilize 

glucose, cellobiose, CMC, furfural and 5-HMF as a source of carbon and energy in 

Wickerham's (1951) medium at concentrations in the range of 0.3-0.5%. A second xylose 

fermentation test according to the Durham method was applied to those strains that showed 

the ability to use the different carbon sources mentioned above. Among the strains tested, 

only one bacterium was selected for the different experiments. This was grown in a Luria-

Bertani medium consisting of Peptone 10 g/Liter, yeast extract 5 g/Liter, NaCl 10 g/Liter and 

xylose 25 g/Liter as carbon source. 

Preparation of alginate beads 

The immobilized cells were prepared according to the experimental protocol 

described by Vuillemard et al (1988). The cell pellet obtained after centrifugation was 

suspended in saline and mixed with a sodium alginate solution to give a final concentration 

of 2% (w/v). The resulting suspension was added dropwise to a 3% (w/v) CaCl2 solution to 

create 2-3 min diameter capsules, solidified for 30 min in the same solution. The resulting 
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calcium alginate gel beads were thoroughly washed with sterile distilled water. The initial 

number of colony forming units (CFU) in each bead was 2.7 E7. 

Conditions of fermentation 

The inoculum prepared from isolated agar colonies was incubated overnight at 37°C 

on a shaker set at 160 rpm. 500 ml shaker flasks were filled with 200 ml of  LB (liquid 

medium), as described above, containing different concentrations of xylose; 25 g/L, 50 g/L, 

75 g/L and 100 g/L. 200 µl of inoculum, with an initial optical density of 1.05 at 620 nm, 

was added to the shaker flasks to start the fermentation. For immobilized cells, we used a 

single concentration of xylose (50 g/L). In both cases (free and immobilized cells), the 

fermentation solutions were sterilized by filtration and incubated in a shaker at 37°C and 160 

rpm for free cells and 100 rpm for immobilized cells (Talebnia et Taherzadeh, 2006). 

Determination of physiological parameters 

During fermentation, exponential growth rates were determined by log-linear 

regression of optical density 620 versus time with growth rate as the regression coefficient 

(Sonderegger et Sauer, 2003). The specific biomass yield (Yx/s) was determined from a 

linear regression coefficient plot of biomass concentration (X) versus substrate concentration 

(S) during the exponential growth phase (Sonderegger et Sauer, 2003). One unit of 

absorbance corresponds to 0.7 g litre-1 of dry biomass. During the fermentation, samples 

were taken regularly throughout the experiments to determine cell growth, the amount of 

xylose consumed, and ethanol produced. 

Analytical methods 

The concentration of xylose is determined according to the method of Lorenz Miller 

(Miller 1959). The determination of ethanol is carried out by GPC using the internal standard 

method (10 g/L propionic acid prepared in 0.2 N sulphuric acid solution) according to the 

procedure described by J.R Mouret (2006). 

 

RESULTS AND DISCUSSION 

In this study, we isolated more than 100 strains (bacteria and yeast) from several 

ecological niches; pomace, olive pomace, gas station soil, old sawdust. All these strains were 

tested for their ability to grow in media containing one of the following carbon sources; 

glucose, cellobiose, CMC, furfural and 5-HMF and to ferment xylose (data not shown). The 

bacterial strain isolated from the soil of a petrol station has the ability to grow on the different 

media mentioned above and produces a considerable volume of gas during xylose 

fermentation. 

Phylogenetic analysis 

In a preliminary step, the isolated strain was biochemically characterized before being 

genetically identified. After extraction of the genomic DNA from cell pellets, the 16S rRNA 

gene was amplified by PCR according to the protocol described by (Long et al., 2010). The 

16S rRNA gene sequence was aligned using the Basic Local Alignment Search Tool for 

nucleotides (BLAST) algorithm and compared with existing nucleotide sequences in the 

GenBank database. Multiple sequence alignment and phylogenetic distance calculation were 

performed using the CLUSTALW algorithm. Finally, MEGA- 7 software was used to 
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construct the phylogenetic tree while determining the relatedness of the isolated bacteria to 

other strains in the database. 

Selection of efficient strain in bioconversion of xylose to ethanol 

Among the microorganisms isolated, several bacteria were selected for their ability 

to produce ethanol from xylose; among these bacteria studied: Bacillus endophyticus, 

Klebsiella aerogenes, and Enterobacter sp. with a yield of 1.93 g litre-1, 1.8 g litre-1 and 2 

g litre-1 respectively (data not shown). Preliminary ethanol analysis is performed using the 

corresponding kit. 

Xylose metabolism 

As we all know, most bacteria do not use xylose as a carbon source (Kawaguchi et 

al., 2006), whereas some strains such as Enterobacter sp. CN1 (Long et al., 2010), 

Enterobacter asburiae Strain JDR-1 (Bi, Rice, et Preston, 2009), Klebsiella pneumoniae 

(Nishikawa, Sutcliffe, et Saddler, 1988) etc., are known to ferment xylose into ethanol. This 

paper describes the effect of xylose concentration (25, 50, 75 and 100 g/L) on ethanol 

production by Enterobacter sp. Table 1 shows the consumption of xylose as a function of 

time. 

In the case of 25 g liter-1, 97.12% of xylose is consumed after 31 h of incubation, 

whereas the bacteria require 48 h to consume 89.98% and 78.86% for the 50 and 75 g/L initial 

substrate concentrations respectively.  

When Enterobacter sp is incubated in a medium containing 100 g litre-1 of xylose, 

degradation becomes slow and more than 48% of the initial substrate remains unconsumed 

after 72 h of incubation.  

Table 1. Consumption of xylose by Enterobacter sp. 

 

Cell growth 

The growth curve of Enterobacter sp shows three phases (Fig. 1): The first phase is 

recorded during 24 hours of fermentation and is characterized by a rapid growth of the 

microbial biomass, which develops from 0.1 g litre-1 to 1.44, 1.44, 1.39 and 1.27 g litre-1 

respectively for the four concentrations studied 25, 50, 75 and 100 g litre-1. The beginning 

of the second phase (from 24 to 31 h) is characterized by a slight decrease in the biomass "x" 

for all concentrations used. During the third phase, the biomass produced stabilizes until the 

end of the experiment, with the exception of the biomass produced in the presence of 25 g 

litre-1 where the quantity progressively decreases, reaching 1.21 g litre-1 after 72 h of 

incubation. From the analysis in Fig. 1 it can be appreciated that the biomass produced in the 

shake flasks at 100 g litre-1 is always lower than that of the other concentrations and only 

picks up again after 40 hours of growth. At the end of the fermentation, the biomass in these 

shake flasks becomes equal to that produced in the 75 g litre-1 case (1.34 g litre-1). 

Xylose 

(%) 

Time (h) 

0 4 6 8 14 24 31 48 56 72 

25 25,05  23,34  23,12  20,79  16,21  10,30  0,72  0,64  0,26  0,55  

50 48,77  46,91  46,76  46,50  43,19  24,27  19,68  05,01  04,70  04,50  

75 73,92  59,62  58,69  53,34  46,33  29,56  25,88  15,85  15,84  14,48  

100 99,16  85,45  88,19  88,84  86,28  79,48  75,91  58,87  53,77  48,50  
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Figure. 1: Growth curves of Enterobacter sp.          Figure. 2: Effect of xylose concentration 

on the growth rate of Enterobacter sp. 

 

Analysis of this Fig 3. shows that the growth rate "µ" is very high during the first four 

hours of fermentation and is proportional to the sugar concentration in the culture medium. 

It can be seen that µmax decreases with increasing xylose concentration. It reaches 1.06 h-1, 

1 h-1, 0.89 h-1 and 0.74 h-1 in the 25, 50, 75 and 100 g litre-1 shake flasks respectively 

(Table 1). After 4 hours of fermentation "µ" decreases rapidly until it becomes zero after 24 

hours. 

Effect of furfural on bacterial growth 

For the inhibitor resistance test, furfural, one of the main inhibitors of several 

fermenting microorganisms, was chosen (Soares et al., 2020). From Fig. 3 the bacteria grow 

in the medium as a function of time and inhibitor concentration. It can be seen that there is 

no difference in growth between the control medium and in the presence of 1 mM furfural, 

whereas the bacteria require 8 hours, 10 hours and 24 hours of incubation respectively to 

multiply naturally in culture media containing 5, 10 and 15 mM furfural. According to 

previous analyses, it has been shown that the bacteria only reach optimum growth after 48 

hours of incubation in a medium containing 25 mM furfural. Therefore, the higher the 

concentration of furfural in the medium, the slower the cell proliferation. 

 
Figure. 3: Effect of furfural on the growth of Enterobacter sp 

 -

 0,20

 0,40

 0,60

 0,80

 1,00

 1,20

 1,40

0h 2h 4h 6h 8h 10h

B
ac

te
ri

al
 g

ro
w

th

Time (h)

0mM 1mM 5mM 10mM 15mM



Karim El Ouahbi et al/ Journal of Biology Education Vol 6 (2) (2023)  

 

127 

 

Ethanol production 

Figure. 4 shows that ethanol only appears in the culture medium after 24 hours of 

fermentation in the four shake flasks.  

After a rapid production in the order of 2.22, 2.13, 1.99 and 1.94 g litre-1, respectively 

for 25, 50, 75 and 100 g litre-1 of xylose as the only carbon source in the culture medium, 

the ethanol level in the media stabilizes at 2.14 and 2.1 g litre-1 for 25 and 50 g litre-1 xylose 

with a slight increase in the other two shake flasks at 75 and 100 g litre-1 in which the yield 

reaches 2.08 and 2.03 g litre-1 respectively at the end of fermentation. The bacteria ferment 

xylose (2.22 g litre-1) with a maximum yield of 0.15 g g-1 (24.59% of the theoretical yield). 

 

 

 

 

 

 

 

 

 

Figure. 4: Ethanol production 

Effect of furfural on yield 

The previous result led us to test the capacity of xylose assimilation and fermentation 

by the bacteria in the presence of high furfural concentrations. Table 2 shows the percentage 

of xylose consumed as a function of the inhibitor concentration.  

Thus, the bacterium was able to consume 9.36 % and 6.7 % xylose in 24 hours at 37 

°C in the presence of 15 and 25 mM furfural respectively, whereas after 48 hours it was able 

to assimilate more than half of the xylose in the presence of 15 mM furfural and reached 70.4 

% of its reproductive capacity in ethanol, while its capacity to degrade xylose decreased to 

34 % in culture medium containing 25 mM furfural with a yield of 57.34 % ethanol compared 

to the control, Table 2. 

Table 2. Effect of furfural on xylose consumption and ethanol yield 

Concentration 

of Furfural in 

mM 

Time of 

incubation 

(h) 

Initial xylose 

(g.litre-1) 

% of xylose 

consumed 

% of ethanol 

produced 

15 24 50 09,36 - 

48 50 50,41 70.40 

25 24 50 06,70 - 

48 50 34,42 57.34 

Our strain belongs to the Enterobacteriaceae family, known for their ability to produce 

several valuable molecules from the degradation of pentose and hexose sugars from 

lignocellulosic biomass. They are often used to produce 2.3-BD (Li et al., 2015; Wang et al., 

2012; Zhang et al., 2016), biohydrogen (Choonut, Saejong, et Sangkharak, 2014; Pachapur 

et al., 2017), while studies on bioethanol production by this type of bacteria are still scarce  

(Sarkar et al. 2019), despite the distinguished ability of Enterobacter sp. to assimilate a wide 
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range of carbon sources (Wang et al., 2012; Xu et al., 2012). The isolated Enterobacter sp. 

was able to grow on several carbon sources (glucose, cellobiose, CMC, furfural and 5-HMF), 

thus it is not very demanding with respect to environmental conditions. Enterobacter sp 

showed a high efficiency of xylose assimilation with a consumption rate of more than 50% 

after 24 hours of incubation, for substrate concentrations up to 75 g liter-1. After 72 hours of 

incubation almost all xylose is consumed. 

The growth curve of the bacterial strain shows that the biomass development has three 

main phases: 

a) The first is a growth phase. 

b) After 24 hours of incubation, the second phase of mortality is identified; due to the 

sudden change in the physico-chemical parameters of growth. This stage is 

characterized by a decrease in biomass following the accumulation of ethanol, causing 

an increase in ATP requirements, without necessarily being associated with a decrease 

in the rate of xylose consumption (Garrigues et al., 1998). 

c) The third phase, the so-called maximal stationary phase, is ensured by a metabolic 

adaptation that arises to protect bacterial cells from total degradation. Thus the cells 

remodel their catabolism and anabolism to produce intermediate metabolites, reducing 

power and energy. On the other hand the strain showed maximum growth at a 

temperature of 37°C, this seems to be favorable in reducing the possibility of 

contamination compared to fermentation at low temperatures (Wang et al., 2012). 

In addition, the growth and productivity of micro-organisms is influenced by the 

unavoidable presence of furfural in lignocellulose hydrolysates after acid pre-treatment 

(Gutiérrez, Ingram, et Preston, 2006). The study of the effect of this inhibitor showed that it 

inhibits all cell growth at low concentrations ranging from 7 to 25 mM (Allen et al., 2010), 

further work by Zaldivar et al in 1999 reported that a concentration of furfural between 5 and 

20 mM can alter the growth and metabolic rates of E. coli LY01 (Zaldivar, Martinez, et 

Ingram, 1999). G. Gong et al., (2015) reported that a strain of Enterobacter cloacae GGT036 

was able to overcome up to 35 mM furfural (but the study does not give further details) (Gong 

et al., 2015). In this research, the effect of several concentrations of 1-25 mM furfural was 

studied, and it was found that the strain is able to multiply naturally in concentrations up to 

15 mM. In the range of 1-10 mM furfural biotransformation is simultaneous with cell growth, 

whereas it shows a delay in growth in the higher concentrations. Similar results were found 

by T. Gutierrez et al.,(2002) working with an E. coli strain on LB medium. Thus it can be 

said that the strain can reduce furfural in a short time and thus resume its natural growth if 

the concentration of furfural is low in the medium. However, the delayed cell growth in 

concentrations above 25 mM can be explained by the low production of the enzymes 

catalysing this biotransformation, which is a direct result of the low amount of the initial 

inoculum (Gutierrez, Ingram, et Preston, 2002).  

The strain in the experiment was examined for its ability to ferment xylose. The 

results obtained indicate that the rate of ethanol produced varies slightly with the 

concentration of xylose, thus the strain produced ethanol at a maximum yield of 2.22 g litre-

1 for 25 g litre-1 of xylose. Similar results were reported by Lixiang li et al in 2014 by a wild 

type strain of Enterobacter cloacae with a yield of 2.8 g liter-1 from 20 g litre-1 in 14 hours 
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where the bacteria consumed 15 g litre-1 or 73% of the initial substrate (Li et al., 2015). With 

the same strain of Enterobacter cloacae, D. Sarkar et al. obtained 3.07 g litre-1 of ethanol 

after 18 hours of fermentation of dried banana peels (Sarkar et al., 2019). While the maximum 

yield achieved by the strain in the present study was in 24 hours after consumption of 58.88% 

xylose. The aforementioned results of Sarkar et al showed a decrease in the amount of ethanol 

in the culture medium after 18 hours of incubation, which we did not notice in our work, as 

the alcohol level remained almost constant in the culture media over time. The amount of 

substrate not fermented in the case of high xylose concentrations is either due to toxicity of 

the medium, or to inhibition of the product in collaboration with the high sugar concentration 

or by excess substrate. 

Table 3:  growth and production kinetics 

 

The ethanol yield does not increase with increasing xylose concentration, on the 

contrary, it decreases by 29.5, 17.07 and 8.78 % respectively for the three concentrations 

used 25, 50 and 75 g. litre-1, this result is explained by the decrease of Pmax from 2.22 to 

2.08 g litre-1 respectively for 25 to 75 g litre- 1 with a maximum substrate-product conversion 

rate Yp/s of 0.15 g. g-1 in a medium containing 25 g litre- 1 of xylose. The specific rate of 

ethanol production qp decreases with increasing substrate, ranging from 0.064 to 0.01 g. g. 

h-1 for 25 and 75 g. litre-1. Furthermore, Enterobacter sp. shows acceptable productivity 

rates for xylose with a productivity of up to 0.093 g. L-1 h-1 (Table 3). These results are due 

either to the inhibitory effect of the substrate or to the existence of a redox threshold that 

limits the bioconversion of the substrate into ethanol. These two hypotheses are elucidated 

by the increase in energy requirements reflected by the increase in maintenance energy, 

which increases as a function of the xylose concentration, from 1.43 for 25 g litre-1 to 20.01 

in the case of 75 g litre-1. 

Previous work has shown that the presence of furfural causes a delay in production 

(Gutierrez et al. 2002) and a significant decrease in yield (Soares et al., 2020). For the same 

Parameters studied 
Concentration of xylose (g/L) 

25 50 75 100 

Pmax gp.L
-1 2.22 2.13 2.08 2.03 

% sugar fermented 58.88 50.24 60.01 19.84 

rs (g. L-1.h-1)     

qp (g.g-1.h-1) 0.064 0.061 0.059 0.063 

Qp (g. L-1.h-1) 0.093 0.089 0.083 0.08 

Yp/s (gp.gs
-1) 0.15 0.09 0.04 0.1 

Yx/s (gx.gs
-1) 1.01 2.2 0.35 0.14 

Yp/x (gp.gx
-1) 2.68 1.69 1.88 2.23 

theoretical yield 0.61 

% of theoretical yield 24.59 14.75 6.56 16.39 

m 1.43 1 20.01 37.1 

Yield = Yp/s /0.511 x100 29.5 17.01 8.78 19.21 
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inhibitor, almost similar effects were found for Enterobacter sp. where ethanol appeared only 

in trace amounts within the first 24 hours and reached 73.4% 57.34% of control (no furfural) 

after 48 hours incubation in media containing 15 and 25 mM furfural respectively (Table 2). 

We note that in the immobilized cells, no improvement in ethanol production was 

noted compared to the free cells. The values obtained by the immobilized cells allowed us, 

although lower than those obtained by the free cells, to use them in the fermentation of 

lignocellulosic biomass, which releases compounds that inhibit the growth of the free 

microorganisms used for alcoholic fermentation (Lopez et al., 2004). 

 

CONCLUSION 

Microorganisms capable of simultaneously fermenting all the sugars in the 

lignocellulosic hydrolysate and enduring high concentrations of inhibitors are highly sought 

after by biorefineries because of their properties, which surpass those of the yeasts used in 

second-generation bioethanol production. The results obtained show that the strain in the 

present study ferments xylose with an ethanol yield of 2.22 g litre-1 and tolerates 25 mM 

furfural. Thus it is an encouraging strain for the fermentation of lignocellulose hydrolysate. 

In addition to the production of ethanol, the engineering strategy using Enterobacter could 

also be used in the production of other valuable chemical products using sugars derived from 

lignocellulosic biomass. Efforts should be directed towards identifying stress and ethanol 

enduring microorganisms using a wide range of carbon sources to produce appreciable 

(considerable) amounts of the product. 

 

REFERENCES 

 Allen, Sandra A., William Clark, J. Michael McCaffery, Zhen Cai, Alison Lanctot, Patricia 

J. Slininger, Z. Lewis Liu, et Steven W. Gorsich. (2010). Furfural Induces Reactive 

Oxygen Species Accumulation and Cellular Damage in Saccharomyces Cerevisiae. 

Biotechnology for Biofuels 3(1):2. doi: 10.1186/1754-6834-3-2. 

Bi, Changhao, John D. Rice, et James F. Preston. (2009). Complete Fermentation of Xylose 

and Methylglucuronoxylose Derived from Methylglucuronoxylan by Enterobacter 

Asburiae Strain JDR-1. Applied and Environmental Microbiology 75(2):395‑404. 

doi: 10.1128/AEM.01941-08. 

Cadete, Raquel M., et Carlos A. Rosa. (2018). The Yeasts of the Genus Spathaspora : 

Potential Candidates for Second‐generation Biofuel Production. Yeast 35(2):191‑99. 

doi: 10.1002/yea.3279. 

Camargo Guarnizo, Andrés Felipe, Adenise Lorenci Woiciechowski, Miguel Daniel Noseda, 

Luis Alberto Zevallos Torres, Arion Zandona Filho, Luiz Pereira Ramos, Luiz 

Alberto Júnior Letti, et Carlos Ricardo Soccol. (2021). Pentose-Rich Hydrolysate 

from Oil Palm Empty Fruit Bunches for β-Glucan Production Using Pichia Jadinii 

and Cyberlindnera Jadinii. Bioresource Technology 320:124212. doi: 

10.1016/j.biortech.2020.124212. 

Choonut, Aophat, Makorn Saejong, et Kanokphorn Sangkharak. (2014). The Production of 

Ethanol and Hydrogen from Pineapple Peel by Saccharomyces Cerevisiae and 

Enterobacter Aerogenes. Energy Procedia 52:242‑49. doi: 

10.1016/j.egypro.2014.07.075. 



Karim El Ouahbi et al/ Journal of Biology Education Vol 6 (2) (2023)  

 

131 

 

Chowdhury, Harun, Bavin Loganathan, Israt Mustary, Firoz Alam, et Saleh M. A. Mobin. 

(2019). Algae for Biofuels: The Third Generation of Feedstock. P. 323‑44 in Second 

and Third Generation of Feedstocks. Elsevier. 

Correa, Diego F., Hawthorne L. Beyer, Hugh P. Possingham, Skye R. Thomas-Hall, et Peer 

M. Schenk. (2017). Biodiversity Impacts of Bioenergy Production: Microalgae vs. 

First Generation Biofuels. Renewable and Sustainable Energy Reviews 74:1131‑46. 

doi: 10.1016/j.rser.2017.02.068. 

Didderen, Isabelle, Jacqueline Destain, et Philippe Thonart. (2010). La Production De 

Bioéthanol a Partir De Biomasse LignocellulosiquE. Forêt Wallonne n° 104 – 

janvier/février 2010 

Dogaris, Ioannis, Diomi Mamma, et Dimitris Kekos. 2013. Biotechnological Production of 

Ethanol from Renewable Resources by Neurospora Crassa: An Alternative to 

Conventional Yeast Fermentations?. Applied Microbiology and Biotechnology 

97(4):1457‑73. doi: 10.1007/s00253-012-4655-2. 

Garrigues, Christel, Myriam Mercade, Pascal Loubière, Nic D. Lindley, et Muriel Cocaign-

Bousquet. (1998). Comportement métabolique de Lactococcus lactis en réponse à 

l’environnement. Le Lait 78(1):145‑55. doi: 10.1051/lait:1998118. 

Gong, Gyeongtaek, Youngsoon Um, Tai Hyun Park, et Han Min Woo. (2015). Complete 

Genome Sequence of Enterobacter Cloacae GGT036: A Furfural Tolerant Soil 

Bacterium. Journal of Biotechnology 193:43‑44. doi: 10.1016/j.jbiotec.2014.11.012. 

Gutierrez, Tony, Lonnie O. Ingram, et James F. Preston. (2002). Reduction of Furfural to 

Furfuryl Alcohol by Ethanologenic Strains of Bacteria and Its Effect on Ethanol 

Production from Xylose. Applied Biochemistry and Biotechnology. 

Gutiérrez, Tony, Lonnie O. Ingram, et James F. Preston. (2006). Purification and 

Characterization of a Furfural Reductase (FFR) from Escherichia Coli Strain 

LYO1—An Enzyme Important in the Detoxification of Furfural during Ethanol 

Production ». Journal of Biotechnology 121(2):154‑64. doi: 

10.1016/j.jbiotec.2005.07.003. 

Hinman, Norman D., John D. Wright, William Hogland, et Charles E. Wyman. (1989). 

Xylose Fermentation: An Economic Analysis ». Applied Biochemistry and 

Biotechnology 20‑21(1):391‑401. doi: 10.1007/BF02936498. 

Kastner, J. R., W. J. Jones, et R. S. Roberts. (1998). Simultaneous Utilization of Glucose and 

D-Xylose by Candida Shehatae in a Chemostat. Journal of Industrial Microbiology 

& Biotechnology 20(6):339‑43. doi: 10.1038/sj.jim.2900536. 

Kawaguchi, Hideo, Alain A. Vertès, Shohei Okino, Masayuki Inui, et Hideaki Yukawa. 

(2006). Engineering of a Xylose Metabolic Pathway in Corynebacterium 

Glutamicum. Applied and Environmental Microbiology 72(5):3418‑28. doi: 

10.1128/AEM.72.5.3418-3428.2006. 

Kumari, Dolly, et Radhika Singh. (2018). Pretreatment of Lignocellulosic Wastes for Biofuel 

Production: A Critical Review. Renewable and Sustainable Energy Reviews 

90:877‑91. doi: 10.1016/j.rser.2018.03.111. 

Lee, Hung, Peter Biely, Roger K. Latta, Maria F. S. Barbosa, et Henry Schneider. (1986). 

« Utilization of Xylan by Yeasts and Its Conversion to Ethanol by Pichia Stipitis 

Strainst ». Appl. Environ. Microbiol. 52. 

Li, Lixiang, Kun Li, Yu Wang, Chao Chen, Youqiang Xu, Lijie Zhang, Binbin Han, Chao 

Gao, Fei Tao, Cuiqing Ma, et Ping Xu. (2015). Metabolic Engineering of 

Enterobacter Cloacae for High-Yield Production of Enantiopure (2 R ,3 R )-2,3-

Butanediol from Lignocellulose-Derived Sugars. Metabolic Engineering 28:19‑27. 

doi: 10.1016/j.ymben.2014.11.010. 



Karim El Ouahbi et al/ Journal of Biology Education Vol 6 (2) (2023)  

 

132 

 

Long, Chuannan, Jingjing Cui, Zuotao Liu, Yuntao Liu, Minnan Long, et Zhong Hu. (2010). 

Statistical Optimization of Fermentative Hydrogen Production from Xylose by Newly 

Isolated Enterobacter Sp. CN1. International Journal of Hydrogen Energy 

35(13):6657‑64. doi: 10.1016/j.ijhydene.2010.04.094. 

Lorenci Woiciechowski, Adenise, Carlos José Dalmas Neto, Luciana Porto De Souza 

Vandenberghe, Dão Pedro De Carvalho Neto, Alessandra Cristine Novak Sydney, 

Luiz Alberto Junior Letti, Susan Grace Karp, Luis Alberto Zevallos Torres, et Carlos 

Ricardo Soccol. (2020). Lignocellulosic Biomass: Acid and Alkaline Pretreatments 

and Their Effects on Biomass Recalcitrance – Conventional Processing and Recent 

Advances. Bioresource Technology 304:122848. doi: 

10.1016/j.biortech.2020.122848. 

Lopez, M. J., N. N. Nichols, B. S. Dien, J. Moreno, et R. J. Bothast. (2004). Isolation of 

Microorganisms for Biological Detoxification of Lignocellulosic Hydrolysates. 

Applied Microbiology and Biotechnology 64(1):125‑31. doi: 10.1007/s00253-003-

1401-9. 

Mansouri, A., R. Rihani, et F. Bentahar. (2019). Étude de la production de bioéthanol 

biocarburant à partir de sous-produits agricoles : Effet de l’aération. (3). 

Martins, Florinda, Carlos Felgueiras, Miroslava Smitkova, et Nídia Caetano. (2019). 

Analysis of Fossil Fuel Energy Consumption and Environmental Impacts in European 

Countries. Energies 12(6):964. doi: 10.3390/en12060964. 

Miller, G. L. (1959).  Use of Dinitrosalicylic Acid Reagent for Determination of Reducing 

Sugar . Analytical Chemistry 31(3):426‑28. doi: 10.1021/ac60147a030. 

Modi, Krunal, Bhrugesh Joshi, et Prittesh Patel. (2018). Isolation and Characterization of 

Xylose Fermenting Yeast from Different Fruits for Bioethanol Production ». 

International Journal of Current Microbiology and Applied Sciences 7(1):2426‑35. 

doi: 10.20546/ijcmas.2018.701.292. 

Mussatto, S. I., et J. A. Teixeira. (2010).  Lignocellulose as Raw Material in Fermentation 

Processes. In book: Current Research, Technology and Education Topics in Applied 

Microbiology and Microbial Biotechnology (pp.897-907) Publisher: Formatex 

Research Center 

Nishikawa, Nora K., Roger Sutcliffe, et John N. Saddler. (1988). The Influence of Lignin 

Degradation Products on Xylose Fermentation by Klebsiella Pneumoniae. Applied 

Microbiology and Biotechnology 27(5‑6):549‑52. doi: 10.1007/BF00451630. 

Ogier, J. C., J. P. Leygue, D. Ballerini, J. Pourquie, et L. Rigal. (1999). Production d’éthanol 

a partir de biomasse lignocellulosique. Oil & Gas Science and Technology 

54(1):67‑94. doi: 10.2516/ogst:1999004. 

Pachapur, Vinayak Laxman, Saurabh Jyoti Sarma, Satinder Kaur Brar, Yann Le Bihan, 

Gerardo Buelna, et Mausam Verma. (2017). Hydrogen Production from Biodiesel 

Industry Waste by Using a Co-Culture of Enterobacter Aerogenes and Clostridium 

Butyricum. Biofuels 8(6):651‑62. doi: 10.1080/17597269.2015.1122471. 

Sarkar, Debapriya, Sushant Prajapati, Kasturi Poddar, et Angana Sarkar. (2019). Production 

of Ethanol by Enterobacter Sp. EtK3 during Fruit Waste Biotransformation. 

International Biodeterioration & Biodegradation 145:104795. doi: 

10.1016/j.ibiod.2019.104795. 

Selim, Samy, Mohamed Abdel-Mawgoud, Tarak Al-sharary, Mohammed S. Almuhayawi, 

Mohammed H. Alruhaili, Soad K. Al Jaouni, Mona Warrad, Hussein S. Mohamed, 

Nosheen Akhtar, et Hamada AbdElgawad. (2021). Pits of Date Palm: Bioactive 

Composition, Antibacterial Activity and Antimutagenicity Potentials. Agronomy 

12(1):54. doi: 10.3390/agronomy12010054. 



Karim El Ouahbi et al/ Journal of Biology Education Vol 6 (2) (2023)  

 

133 

 

Soares, L. B., C. I. D. G. Bonan, L. E. Biazi, S. R. Dionísio, M. L. Bonatelli, A. L. D. 

Andrade, E. C. Renzano, A. C. Costa, et J. L. Ienczak. (2020). Investigation of 

Hemicellulosic Hydrolysate Inhibitor Resistance and Fermentation Strategies to 

Overcome Inhibition in Non-Saccharomyces Species. Biomass and Bioenergy 

137:105549. doi: 10.1016/j.biombioe.2020.105549. 

Sonderegger, Marco, et Uwe Sauer. (2003). Evolutionary Engineering of Saccharomyces 

Cerevisiae for Anaerobic Growth on Xylose. Applied and Environmental 

Microbiology 69(4):1990‑98. doi: 10.1128/AEM.69.4.1990-1998.2003. 

Talebnia, Farid, et Mohammad J. Taherzadeh. (2006). In Situ Detoxification and Continuous 

Cultivation of Dilute-Acid Hydrolyzate to Ethanol by Encapsulated S. Cerevisiae. 

Journal of Biotechnology 125(3):377‑84. doi: 10.1016/j.jbiotec.2006.03.013. 

Vasylyshyn, Roksolana, Olena Kurylenko, Justyna Ruchala, Nadiya Shevchuk, Neringa 

Kuliesiene, Galina Khroustalyova, Alexander Rapoport, Rimantas Daugelavicius, 

Kostyantyn Dmytruk, et Andriy Sibirny. (2020). Engineering of Sugar Transporters 

for Improvement of Xylose Utilization during High-Temperature Alcoholic 

Fermentation in Ogataea Polymorpha Yeast. Microbial Cell Factories 19(1):96. doi: 

10.1186/s12934-020-01354-9. 

Vuillemard, Jean-Christophe, Sylvie Terré, Stéphane Benoit, et Jean Amiot. (1988). Protease 

Production by Immobilized Growing Cells of Serratia Marcescens and Myxococcus 

Xanthus in Calcium Alginate Gel Beads. Applied Microbiology and Biotechnology 

27(5‑6):423‑31. doi: 10.1007/BF00451607. 

Wang, Ailong, Youqiang Xu, Cuiqing Ma, Chao Gao, Lixiang Li, Yu Wang, Fei Tao, et Ping 

Xu. (2012). Efficient 2,3-Butanediol Production from Cassava Powder by a Crop-

Biomass-Utilizer, Enterobacter Cloacae Subsp. Dissolvens SDM. édité par E. 

Cascales. PLoS ONE 7(7):e40442. doi: 10.1371/journal.pone.0040442. 

Wickerham, Lynferd J. (Lynferd Joseph), (1951). Taxonomy of yeasts. U.S : Dept. of 

Agriculture 

Xu, Youqiang, Ailong Wang, Fei Tao, Fei Su, Hongzhi Tang, Cuiqing Ma, et Ping Xu. 

(2012). « Genome Sequence of Enterobacter Cloacae Subsp. Dissolvens SDM, an 

Efficient Biomass-Utilizing Producer of Platform Chemical 2,3-Butanediol ». 

Journal of Bacteriology 194(4):897‑98. doi: 10.1128/JB.06495-11. 

Zaldivar, Jesus, Alfredo Martinez, et Lonnie O. Ingram. (1999). Effect of Selected Aldehydes 

on the Growth and Fermentation of Ethanologenic Escherichia Coli. Biotechnology 

and Bioengineering 65(1):24‑33. doi: 10.1002/(SICI)1097-0290(19991005)65:1 

Zhang, Cuiying, Wei Li, Dongsheng Wang, Xuewu Guo, Lijuan Ma, et Dongguang Xiao. 

(2016). Production of 2,3-Butanediol by Enterobacter Cloacae from Corncob-

Derived Xylose. Turkish Journal Of Biology 40:856‑65. doi: 10.3906/biy-1506-66. 

  


